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GeneCruiser Documentation

Module name: GeneCruiser

Description: Annotates a dataset
Author: Ted Liefeld (Broad Institute), gp-help@broad.mit.edu
Summary:

This module retrieves annotations from the GeneCruiser web service
(http://www.broad.mit.edu/cancer/software/genecruiser) for the probes in the input file
provided. Probe identifiers are read from the input file (res, gct or odf Dataset format) and are
sent to the GeneCruiser web service. Annotations returned from GeneCruiser will be written
to the output data file in gct or res format replacing or appending to the probe id or the probe
description. If “write to annotation file” is chosen for the “Annotation Column”, instead a file
containing only the probe id and retrieved annotations is written in to a tab-delimited file.

References:

Ted Liefeld et al., GeneCruiser: a web service for the annotation of microarray data.
Bioinformatics Advance Access published on July 19, 2005, DOI
10.1093/bioinformatics/bti587.

Parameters:
Name Description
Server.URL URL to the GeneCruiser web service

Input.filename
Output.file.name
Annotation.Column
LocusLink.ID
LocusLink.Gene.Name
LocusLink.Symbol
LocusLink.Location
UniGene.HS.Cluster.ID
UniGene.HS.Description
UniGene.MM.Cluster.ID

UniGene.MM.Description

Dataset input file name (.res .gct or possibly an .odf file)
Name of the output file

Column to write the annotation data. Replace or Append
to the probe id or the description columns.

Flag to retrieve LocusLink ID for the probe ids in the
input file.

Flag to retrieve LocusLink description for the probe ids in
the input file.

Flag to retrieve LocusLink symbol for the probe ids in the
input file.

Flag to retrieve LocusLink location for the probe ids in
the input file.

Flag to retrieve UniGene Human cluster id for the probe
ids in the input file.

Flag to retrieve UniGene Human cluster description for
the probe ids in the input file.

Flag to retrieve UniGene Mouse cluster id for the probe
ids in the input file.

Flag to retrieve UniGene Mouse cluster description for
the probe ids in the input file.



Return Value:

1. Dataset that contains the annotated input dataset file

Platform dependencies:

Task type: Annotation
CPU type: any
0OsS: any

Java JVM level: 14
Language: Java



